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PluginManager
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MainWindow
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J EcellObject

m_instances : List
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EcellData
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EcellValue

m_value : Object

GetDataManager() : DataManager
DataAdd() : void

DataChanged() : void
DataDelete() : void
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LoadModel() : void
SimulationStart() : void
SimulationStop() : void
SimulationSuspend() : void
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72 E OWERE N2 DD W DB T~ T E L THERM b T 22813 CTH D720, (1)
~(3) D7 A% —EDOHR THDIRL T, 0B L, FEAMEZITV BREHO RIELET),
AL TG NVEIDBRFE AL AN (R M) 2R LT,
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A+

UR7&TBEL.

HAy, fAEE, g3

Hl#ERES S

KEDE)ELD 3
77O—-FIC BalER-]

U b B
M T P

LE2L—

X5 BORETEL

A7 7N

REIOKEYEL O
StEZIELTS

SEDEELD
BRRMERREL.
ZhHFELL

ZEEREIT B

iBUANER
Y=z ;

41 RN SIWETNIZEKBYITI D7D ATHA49IL

(FEYRT Xy 7 AR, Steve McConnel 3, H YAV 74 A— a7 717 21—k, Microsift
Press, pp148 [X]7 —4XVifird#)

4.1.3.2 BARTAT L, FARA7EHEDO T

ZRATGNIIDBHFEAZA N2 ER T 5 L CTORESLL T, BIR O DB CrEL -7 1
TILD, E D% DOBEEMFDE B o TR T 57— AU —7 3 R — R hOYE D 2
B0, FOREREL T/ —Aa—RIEH L, < DT DAL TR Do In D fE kR
MR D, A7 =7 ORISR FICBWTHY 7 2 7 O SV NES I ELARWRTEN
AL,

ZOIVRREICKaD LY 7Ny =T T T, 7y =/ DT A~ —FALEMEA TWDA, 2
NAEEGRE, B IET 27200 F1EE LT, L FOII7 st R a A LT,

*WBS (Work Breakdown Structure)D{Ef%d . 2 aFI A L= EI IR LA TF = 73 DR A
«Issue Tracker 275 L T\ flEIc 7= UE R/ 2T 7y MELU TERAFEL . EPRIR LA B
ERAY AR RS

ITATATZVDORAFE, VI 772V 7 D TREZBNT, HEHET AND 728 DT Aha—R&21E
REL. fi B HEIICATOE VR P o A1 5837 0 B % B oo AE#L A
"—PEVT v NIV RAZAERR L, AT F AT HILIZEST, TLb— LT — 2T 57
FTATGATZY A RO JidL % 8L DAL A
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@ {11} BERSHESHRF S b - E-C%DE - Trac - Mozilla Firefox l =N éj

IFAIUE) WEE) TR(V) BE(S) Jwi3—4(B) Y—LI) ~NLI(H)
@ - ¢y | 4% http://chaperone.e-cell.org/trac/ecell-ide/report/11 pel
i {11} EFESHBELF v b - E.. | + _
\%E-cell s
OY-fy | A-HEF | alF/Guide | TracloobT
[ " wiki [ aqkStv [ o-Fwr [ Ufighosed FrAERD
Lt -t—& HhARLIII
| (1Y ELERHNHBLT v mrors
o 2R3 0k 20 U DFEREERAF T OIE, SRR LB D ERTLE T . A
Ticket Summary Component Version Milestone Type Owner Created Reporter
#311 DDA mAFM TR DL DL Hardshair None rel-1.0 enhancement okada * 2008/06/10 sakurada
Ly
#430 HFE2 - TOOU IR EER T 2o TS —I04 Ecelllib None RC2 defect okada * 2008/11/13 sachiboo
)
#435 JUFFAFAZ 2 —DEIE(Pathway) HATES LA None RC2 enhancement okada * 2008/11/27 okada
#466 LZal. =i SH—RD =k ZOR EcellLib None rel-1.0 enhancement sachiboo  2008/12/11 sakurada
AR *
#550 WEal =R -ZTE EcellLib None RC2 defect moriyoshi  2008/12/21 ohara —
#560 DAL (DIREELNE T RS RS T BN D EcellLib None rel-1.0 enhancement okada * 2008/12/21 ohara
#653 E-Cell IDEECENBFD D /M2 DUES G Ecelllib None rel-1.0 enhancement okada * 2009/01/05 ohara
Ly
I #6589 FoALAL B WY A AWRETZESL DT Ecelllib None rel-1.0 enhancement okada * 2009/01/13 ohara I
Do
#747 HAFFSLOIENRTEEFFIDENT  Ecelllib None rel-1.0 enhancement okada * 2009/01/24 okada
NS EEET S,
#759 BEIT) S ORBRELS I ERT T 5. EcellLib None rel-1.0 enhancement sachiboo  2009/01/24 okada
#866 AF A SHEATESL A DRDT B HAFTFShl None rel-1.0 defect okada * 2009/04/19 sakurada
ICA =) a—ETRATLES
#9190 JOVIOIOAIA-STESyS VOwF|C FOVIPtTHAF None rel-1.0 enhancement sachiboo  2009/04/20 chara
| £=T PAthFER TEHLANTH A—S—t1 5
#0921 PEEIDIDERAT. O —e—AFTEDLICT EcellLib None rel-1.0 enhancement sachiboo  2009/04/20 ohara
Bo *
#922 System@FES FIL2 ) 0 F 54, Sytemf HAFF L None rel-1.0 enhancement okada * 2009/04/20 ohara
BMEdZBE) Y A MBI,
#0926 FHRAF A DI PEEE TS HAFTESh A None rel-1.0 enhancement okada * 2009/04/20 ohara
=028 {RENROEEHTIIEERTE EcellLib None RC2 enhancement okada *  2009/04/20 ohara
2937  wZarDIEE EcellLib None RC2 defect ohara 2009/06/28 ohara
#0941 AP IF RN WEEERE R TS 1 Ecelllib None rel-1.0 enhancement sachiboo  2009/06/29 ohara
| PLOLEYS *
#052  BAIEEAZUETILERIEEOEE 04—  Ecellib None rel-1.0 defect okada *  2009/07/12 sakurada -
ZT
L -— —

42 Traclc K HHMEBICH=-5BEEZHDF 7y MEBLUVERE, DR —rP3
Y BEEAT10004HFEYDF7ry FABESINA TS

OWFFERR DA BTSN DR
4. 1. 4 ERMEIZHET 7o RARHSRFEEF] ~DE

A DEHE/ 2 EHL LT RSB Y 7 7= 7 (E-Cell IDE)ZH L CTEBEICT AT LA
A —RETI =Y OFENRD D, MTEE DT N—TTHREE/T O, TV 7 7ndx
IRESLRFEZITV, BEBEH CORBL CWDEZADIEVHL, 7Tv a7 v 7 #2170, 58K
FEE D, AR L mBFZEEE L TR, RIMERET VY, KIBE LS EM, 7 /305707
OWE A VR LR ENB D,

IO AR — AT 2l — v ar FEIRE A G D CliiaL L DT LA
LI DO OFIELRFH THD,
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4. 1.5 QAEMELTOY T M7 =T ORMLE, fEiFH7R E-Cell IDE 78— MAHI Oz

Y7 =T OBIFEITIIARERINTITHDO LIS OIS TN EFH T D1k THOLIZ -
TR AL T F U ANPR A R Clod,

E-Cell IDE |3/ —Z=—R% GPL IZHASWTHRETA —T NI THILITES T, VAT LA
eV — RIS DI S, AR AT TEL TR A28 E BRL Q0 D, AT
—AIZTHIECIS THEE R A TR EACHEEEMORENLITA S TEIETHZL
RN TDB, DHHNFEBIRTO FLLTRATLEIEEZDND, AVFILIREO LB
) CinD E-Cell IDE % . FIlHZ 10 5105 CELICE 7Y 7 Ry = 7 2 570101 . 2
727 — YR — MEBI OISR LA D5,
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4. 2 MEII2L—arOld DBERFMICETIHE (BERBRYE ERINV—T)
(DAFFEFEHENE K OERR

4. 2.1 E-Cell 3.2 DV —R (T INIYZXLEY 22—/ LD )

A FERRBE TR L T D, iR 7hy =7 (E-Cell IDE) DI Ralb—varxmi v
EEHE DD DOa7 T N TY R LD FEIEZHONTIE, IHN—2 500 E-Cell3 Ak AL T
W53, E-Cell IDE ®BAFEIEFRIZB WV THOLN ST R B ASDIEIE, V7 772V 7 ki
WCEEL TR, ~A T — =2 Ty REL TV —RAE T TND, AT T AV —RITH
WTIE, BIERLE~ VT T TR T 4 — LOP R — AL TRV, % 0/S BREETO AT Va4
5T ETHD,

THETDATF L AV — 2D HONTLL FIZRT,

& 25 E-Cel3DAUTFUR))—RADHEE

VY — AR5 N—Dg E

200541 A 3.1.103JJ)—= IRTT 47 A

200646 H 3. 1. 105VU—% i 4240 R — 3 b o> 28 B (Numpy, empy)
TNTYRLEY 2—/ VRO BA%E (ODEStepper &
DAEStepper O B «3BN)
INT T 4T A

200842 A 3.1.106V)—=% Windows B IZEBIFAHE LRV AT A~D %
(32bit/64bit fi Visual C++ =2 734F)
Linux BREBIZBWTERFTDOT A ANE 22— g3~
D3
INT T 4T A

200947 A 3. 1. 107V)—= MacOS X BRBE COE VR E A REIC T D2 DU fE

(MacOS X v10.3, v10.4, v10.5 x~)
INT T AT A

20099101 3. 2VU—A(FiE) @R/ —Aa—KDU7 772007 OEi
Moleculizer T8 —~DFEE [0V 7 HEfj
Windows Bg5E 35\ T 32/64bit Fii~D 5t e S A
YRl —=DYY—A
Mac OS X B3 CONAF U r— DY — 2

¥3. 1. 1041IN3AFT I —2 0 SWERENIE LT T2 R TH D,

ZHETITY AR —IRIHRELTZ O/S BREEIZLL T DiEY Th D,

& 26 E-Cel3p\HR— kxt& & L1=-0/SIRIE

O/S 43%8 FAANE 2—ay, N—Tay

Linux Debian (Etch)
Ubuntu (Feisty Fawn / Gutsy Gibbon / Hardy Heron)
Fedora Core (7, 8)
Red Hat Enterprise Linux (4, 5), CentOS
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Microsoft Windows Windows 2000
Windows XP
Windows Vista

Apple MacOS X MacOS X v10.3 Panther
MacOS X v10.4 Tiger
MacOS X v10.5 Leopard

E-Cell 3.2 DY —Aa—RFBIO, AT U R0 —F LN FO URL IZEBWT—RICABIH ThH
% (GPL 74t& 2 A),

V—RAa—R, RAFUR— http://sourceforge.net/projects/ecell
APT/YUM LR RY http://downloads.e—cell.org/

E-Cell3 ECHEINTET /WMICLDWFZEIEISE IR O 2RIChlz > TEESNTERY, B4R
HI7eFZE Rk L U CL BB ARSI LTP/LTD EF /I HI T F IGRED 7 AN— V%
Wrd A7 ATV RLAORR%E . Laryay "ol B YR N (RNEE OfE % 725 /L% B-CELL
AT WCERIEL, 32— ar L TEDIRD BN A L . B — DT (Liver Cel)EF /L&
— AL U CHF/ NIRRT T VA HEEE . Toll £EZ RIR(TLR3/4)D €5 /L% v 7= SFR(Signaling
Flux Redistribution) DfEMT72E 2 Thhoii=,

4.2.2 N—N_R=REFY T FE~DR R (Moleculizer)

AL OGO TV 72— ar ZATHOBMCE B LT e B2 S R EE D
1212, BHERE S IRIE RN DD, 128 ZINZAF WAL A ML 7 % — 4+
R0, MAPK #R & 72 8 TRSHND B4 737 (scaffold proteins)ZET Vo7 DxfGel L TEToBS,
ZNENDOBEE RS T DIERIALORE B AL O IED A A DY BLORENLDOERNL M D
ALY, K6/ Tl SRR DO A A DR IE R PE D5 A N LA (X

43),
~— B
0,

Each 'cap’ on or off.

g 9 d J

b ﬁ.dﬂb

. 32 Copies
> 2 Possibilities

43 ANV BEOREEREAUNERH LGSR IEAEHEERR
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WrgeE D7 —7" 1%, 2k The Molecular Sciences InstitutetMSD)D 1, /1515 C. ZOE S ITE AL
RO RI72TT VT /32— ariEMoleculizer)® E-Cell | TOIZIEIZHDFA T
%o ORI BAZ L, tMST TRIR SN B3R D KO 72 A DRI 2 5 32— ar
TINTYR L% E-Cell System DA T V=T M AT HENTHMEKTHZETHD, 20
TNAVALT, AR E DA RN N —E L CTEIAN SR AR E AR5 28T
AR IR AR e/ ME T 22803 TEDH (X 44),

User input

Extrapolated

dimerization

e known &
triggering complex pror
complex complex

44 MoleculizerlZH [+ 5L HEERICDEAEHEDER

ZHIVETIZ, Moleculizer & E-Cell System S48 ALE A D FEIEFEER DL & DO RO -
7-MEEA B E % . Moleculizer 7LV A LD E-Cell System FTHOEIED-DITHELIND,
Moleculizer & E-Cell, W27 LD KIE/RS B AT o7z, BARRIZIL, 5112, Moleculizer (252
ENT=T VY X LGRS DFEAH D72 Moleculizer Y7 M7 =7 %EY 27— 2% gL, FMEkH
ORI MZFIRBIC LTz, ZOW RIE, HIZHEELZ W R T 505 TR, &&MIZIEL E-Cell =T
DEIELFREIZT A DA T PV NET L OREML & T D Th b, #5212, E-Cell System ff
IZBWTC, YT VAV X ADFEELE FH L2005 B2t 7 Y =7 MERk R KO E
ZARRIC T A RBIEAR W B ATV, THUCEL 25T APl Z2EF L2 (X 45), (TR B EL
T, I, BUR TS 16 EHOT L EL THASN CQOBEA S RO S 1%, E-Cell
ETOAET T4 T IR a2 = ar FTTH P RE G ICRFE TEAIOIT, RN ES
SrEOMARBRIEZER L,
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E-Cell Kernel implementation of a Model E-Cell Kernel impl tation of a Model

+initialize() +initialize()

+step() +step()

+getCurrentTime() +getCurrantTime()

+createEntity(in aClassname:String, in aFulliD:FulllD) +createEntity(in aClassname:String, in aFulllD:FulllD)
+getEntity(in aFulllD:FulliD) +getEntity(in aFulliD:FulliD)

+getSystem(in aSystemPath:SystemPath) +getSystem(in aSystemPath:SystemPath)
+createStepper(in aClassname:String, in anID:String) 1 aCl ing, in anlD:String)

+dynamicallyCreateVariable()
+dynamicallyCreateProcess()

45 Moleculizer|Z®t & S 5-HDE-Cel3a7NDHE R

4. 2. 3 LHAEVRFHEICHIN L7~ L TOWE RS T LT X LD ER%E

KIGHEZ IO LT DER, F-HIE RIS ZDILETHDIN, TOWNERIIZ L RIE R E B —
PRCEEE S COBZEDLIEF ITHE N E WY L ThHD, ZDTD ., 5 FDORES, FEICE > TR
TELPEBII R E B EZ T B0, 3ol —alBW T, Bl iriori s mH 528
DY TN T —ANZNEE 2 LD, 22T, ZOLH~ralb~ L TCOMEJ[TE, JRis I
DRHT=DIT, TAXRT 7 ADFEIR THOOLNDHHE T RUREE R IRS T SIRTTHE - IZb R L
=T NTYRLERRFE LT, Fo. ZOT AV LT E-Cell3 O¥ABEIE 7L — LD — 742 4rEd
LI TRIELTCND, ZIVETIZ, KEBRII2L — a7 VA BEEOXEZ/5E L CIES)
FHREEITOELFELL TG ATV (SMP ) o7 a b A7 B e PCHDOIH T 77 47 A
Zat ot —(GPUYE W OGRS =L —ar O mid{ba L8 LT,

PR LT VTV X LA FLRET 5 BARB 7R A RBIG L LT, KIBEE (B, coli) D5y 2485k IR 1235
5. ARy B O ERERE I BB B & 2 L QD EE 2B TUVD Min X237 DIEEIER ST
DNTDI 2 —arZlTolz, KIGE Tl FtsZ XL R_7\Z L0 ENS 2V 7 &+
B LN Lo THINE A B BIAAS AL DN, FtsZ 2o 737 13 DR 2 AT L CTEEL T
72 2 VT BERO Tl MBI RS20 LD MinC 2o x7nEEEFHEL
TWA, Ml E 2@ L T MinC Zo232713— )7 Db 9 — Jifll~& MinD #2371 25> TR
Fa L TS, FAIROHIIEOMEZ B\ THREIM RS QOB I, HIIE 9580 MinC 2277
TR ORF NIRRT DT FtsZ ODBEE B ETe,

ZOFETVIE, MinC ZES5 MinD O ETORENEIG AT L= DT, Huang HIZX->THe
RINT=HDOTHD (K 46) , MIVE HIZHEREL TS MinDapp ISV R EEAL MinD g (225
NI I EICHE A 92, I EISRE A LT MInD o p 13Z D% . H5DIE5_E D MinD ypp [6 1+ T
HEL., F2HDHDIE MInE EfEA L2 ATPase 2NEMALE I, 572720 MinD pp &L CHIBLE
HZERET 2,
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cytoplasm

46 KBBEEIZH I+ HMINDEZ /Y BEDOIREIE T )L (Huang et al.)

47 KIBE(E. col)DHEEFRICH T HMNDEL R TLOY I aL— 3y
(%2:MinDATP, H:MIinDADP, #R:MinE)

AEREELIZS 22 —Z 2BV T MInD, MinE #2737 ORISR ICHOW TR FERATIT 572,
47 1% HIVE HP 238N T MinDypp, MIinD g, MINE 2737 350 & IZHERU T- 01K g
IRLTEHDTHD, T EITHEA LT MInD ygp X2 73705, — 5 DRG 69— 5 O~ LIRS +2
BaEi ol —tar LR REZK 48 1TRT, 232l —3a BT, IREBSIT H REAVICE
MEL . HEENE B O S EERIL 36 B Th T2, ZOfE BT EATIIEIC B W TEHIE LTV A, F2ER
DRIGHEZF ST EBRTORBE Y THD 38 BEIEFITTNWED THho7z, ZHISZ.
MinD-MinE @ FFEIZBE§ DRI SEATAFZE I K> THERRS L QD MBI~ D IR B S 1238
WTC, B ED MIinE.MinDATP D2 AN, MinDATP OfEAIZE_RCTENDSH S L FHH T
7o ZNHOFERIE, 32l —ar NELKBIRZHIL TETWDHEE X HRILe S,
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0s

8s

12s

165

205

245

28s

32s

36s

48 MinD, MINEZ UV BDIREID I 2 L— 3y (FIELEOMINDATP,
#%:MinE.MinDATP)

4. 2. 4 Ial—varERO3RTABRAGICEE 3 A58 (E-Cell 3D)

IRl —1al RO R HICETAMEEL T, a2l —ar BT AV ESIRITD Iy L )
—RFTHIL T, 2 —varliZf R R ChHIME mEORFM AL E T =A—a CGTEIET
Dk w7 o1z, ZOMFFED B BNIIRD2>TH S,

A RENTIZ AT DA A O — a2 e e —ar 7572007 F AR —
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vaLry—)EL T
<SR IL AL > CREERIZR B R 2 3 D T REME A BRD T2 O | Hil R 7 a b A

BAZEREE L C. MacOS X(Tiger)® Quarz Composer 2 VT, SBML 7>HFT /Ly T —
I DFEHiATr, B-Cell DI al —La fER THOIRIIT —#ECD)EF A AL T, Y2b—
Tar ORI b E 3R TECGIZ > TR L TRAZ LN TED,

BHTEIIDOYE | BHEICH T B R 2 T 2 TR DR R ETET HI LT KA o703,
ZORATFREREFIIBONTUIE RS, HEERETHIRY EiFohic, ZOEKRTIE. H—
FORBTHT-—RIZKT D AT DAL F 0 — DT ' AR — gy — L ELTD
BEREIX o IcE kS e &B 2 bivd,

E-Cell 3D AT =7 Y Ah http://ecell3d.iab.keio.ac.jp/

@)
[

_7__7__,__,_33'2 2 nougp

Dpy

pyr ra
L ]

e—flp.
sed?éj
gap

. ¥ glgaus,

nad

g6Bb5R
nadgi%ha;l

atp, Fep
kd dlc_feqs2,,
xylsp

49 E-Cell3BDDRYVY)—2iav b

QTR DA R RS ND DR
4. 2. 5 BEREHIFROWIRBED E-Cell IDE ~DT 4—F w7 OR[REHEIZOUVNT
AR 22— a4 2B EHINICE T A28 B DWW T RIZEEIR L7223, E-Cell3.2

DOV —ZERNTIE, 2NBIFEN TG IS — 2 a I T A e M7 i 52 T . F D
B CII AR F 03 F #6PH ZBL RS CIERIE R 2R S TnD, Jeizif <7z E-Cell IDE (%, FZHM
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RETV T a2 —rariiGREL BB T2, Bk CULAIICHE 2 25220
RV =PRI U TR T 2262 RS LT, ZOEK T, 4 B LI EHE A5
HWIFHIZ E-Cell IDE [ZRA A7 4 — Ry 7 U THEA T HZ I3 FEF IR EECThH -T2,

LML, WO ERFHMOREIZONTEH, KOEER 220 XA 2 559012952
EIZFRETHY ., FFHI72 E-Cell IDE OO 1 CHEBERFEFED —HEL TIVIAEN TP E
ERHIFFSNDEE ZTWD,

4.3 EOFED — VAT INAAF T —OERIZATT

20004 L AHITEY LR ST23 AT AL F 0 — DM SR DI R M FE > TEAEETIZ10
FIZEDRIB U T, YOI 27 A BT VBT BRI ST O Th o 7203
ZD2, 3FEDLEAE RHE, TV KRBT 2T MTHOWT, HERICEES<ERTT T TR EBO
G- 7 — 22 LU GlRama 1O, 7 — 2RV 7 U RIDORE R L b7 > TE TS,

AWFFERRE DR R L LT, EHRL L TORMAERE Y 7 =7 ThbH, E-Cell IDE Z %
Uiz ZAUT ERD Y 7 =7 TR B CE 2o iz, Vv NIRO AW FHE ThoTH ol
—2arE T VERDRZD, EOBRIEMESIRESEE EZBLL , ZEFIRFIZS 2L —ar BT
BWTH, M THEEOEW I R2L —1ar T IR LEEE L T E TICRSERNRY 7
r7= 7 TH D,

COERRKEEREY VNI 2T HET YT 332 —ar DML LT, £ F 9 RHE
{BL, T —ZRVT AT DU AT A a o —FRICEB W T, Vv b, RTADOWFIEE Ol &
ZERHER T D EMROICHIR SIS,

§5 MERKE
(DEZHRcRE (ENFESD)E 3 fF B (K0 =5 38 1)

<16 4> (EN 0k, EEE 417F)

1. “Sustained MAPK activation is dependent on continual NGF receptor regeneration”
Qiu, D., Mao, L., Kikuchi, S. and Tomita, M.; Development, Growth &
Differentiation 46:5 393-403(2004)

2. “A multi-algorithm, multi-timescale method for cell simulation” Takahashi, K.,
Kaizu, K., Bin, H., Tomita, M.; Bioinformatics 20(4): 538-546 (2004)

3. “Toward large-scale modeling of the microbial cell for computer simulation” Ishii, N.,
Robert, M. Nakayama, Y., Kanai, A. and Tomita, M.; Journal of Biotechnology
113:1-3, 281-294 (2004)

4. “A general computational model of mitochondrial metabolism in a whole organelle
scale” Yugi, K. and Tomita, M.; Bioinformatics 20 1795-1796 (2004)

<I17THEE> (EN o, EHEE 74

5. “Parameter estimation for stiff equations of biosystems using radial basis function
networks” Matsubara, Y., Kikuchi, K., Sugimoto, M. and Tomita, M. BMC
Bioinformatics(2006/03/9)

6. “GEM System: automatic prototyping of cell-wide metabolic pathway models from
genomes”, Arakawa, K., Yamada, Y., Shinoda, K., Nakayama, Y., and Tomita, M.
BMC Bioinformatics(2006 Mar)

7. Amicroarray data-based semi-kinetic method for predicting quantitative dynamics
of genetic networks” Yugi, K., Nakayama, Y., Kojima, S., Kitayama, T. and Tomita.
M.; BMC Bioinformatics 6: 299(2005 Dec)
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10.

11.

Hybrid dynamic/static method for large-scale simulation of metabolism” Yugi, K.,
Nakayama, Y., Kinoshita, A. and Tomita, M.; Theoretical Biology and Medical
Modeling 2: 42(2005)

“Dynamic simulation of red blood cell and its application to pathological analysis of
a pathological condition” Nakayama, Y., Kinoshita, A. and Tomita, M.; Theoretical
Biology and Medical Modeling 2: 18(2005)

“Space in systems biology of signaling pathways — towards intracellular molecular
crowding in silicd’ Takahashi, K., Arjunan, S. N. V. and Tomita, M.; FEBS Letter
579: 1783-1788(2005)

“Reverse engineering of biochemical equations from time-course data by means of
genetic programming” Sugimoto, M., Kikuchi, S. and Tomita, M.; Biosystems 80(2):
155-164(2005)

<ISAEE> (HW ok, [EE 10 4F)

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

“Multiple high throughput analyses monitor the response of K. coli to
perturbations” Ishii, N., Nakahigashi, K., Baba, T., Robert, M., Soga, T., Kanai, A.,
Hirasawa, T., Naba, M., Hirai, K., Hoque, A., Yee, Ho, Pei., Kakazu, Y., Sugawara,
K., Igarashi, S., Harada, S., Masuda, T., Sugiyama, N., Togashi, T., Hasegawa, M.,
Takai, T., Yugi, K., Arakawa, K., Iwata, N., Toya, Y., Nakayama, Y., Nishioka, T.,
Shimizu, K., Mori, H. and Tomita, M. Science(2007/03/23)

“Roles of hemoglobin allostery in hypoxia-induced metabolic alterations in
erythrocytes: simulation and its verification by metabolome analysis” Kinoshita, A.,
Tsukada, K., Soga, T., Hishiki, T., Ueno, Y., Nakayama, Y.. Tomita, M. and
Suematsu, M. Journal of Biological Chemistri{2007/2/9)

"Simulation study of methemoglobin reduction in erythrocytes. Differential
contributions of two pathways to the tolerance of oxidative stress” Kinoshita, A.,
Nakayama, Y., Kitayama, T. and Tomita, M. FEBS Journal (2006/12/19)
"Simulation of developmental changes in action potentials with ventricular cell
models" Itoh, H., Naito, Y. and Tomita, M. Systems and Synthetic Biology 1;
11-23(2007)

"Dynamic simulation of an in vitro multi-enzyme system" Ishii, N., Suga, Y.,
Hagiya, A., Watanabe, H., Mori, H., Yoshino, M, and Tomita, M. FEBS Letters 581;
413-420(2007)2 A

"The Hsp70 chaperone system maintains high concentrations of active proteins and
suppresses ATP consumption during heat shock" Hu, B. and Tomita, M. Systems
and Synthetic Biology 1; 47-58(2007) 3 B

“A mathematical model for the kai-protein-based chemical oscillator and clock gene
expression rhythms in cyanobacteria” Miyoshi, F., Nakayama, Y., Kaizu, K.,
Iwasaki, H. and Tomita, M. Journal of Biological Rhythms 22:69-80 (2006)
“Modeling Hsp70-mediated Protein Folding” Bin, Hu., Mayer, P.M. and Tomita, M.
Biophysical Journal 91: 496-507(2006)

“A simplified method for power-law modelling of metabolic pathways from
time-course data and steady-state flux profiles” Kitayama, T., Kinoshita, A.,
Sugimoto, M., Nakayama, Y. and Tomita, M. Theoretical Biology and Medical
Modelling 3: 24(2006)

“Parameter estimation for stiff equations of biosystems using radial basis function
networks” Matsubara, Y., Kikuchi, K., Sugimoto, M. and Tomita, M. BMC
Bioinformatics 7: 230 (2006) 4 A
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22. “Simulation of developmental changes in action potential with ventricular cell

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

models” Itoh, H., Naito, Y. and Tomita, M.; Synthetic and Systems Biology Journal,
(2005/11)

“Comparative Study of Circadian Oscillatory Network Models of Drosophila”
Ogawa, Y., Arakawa, K., Kaizu, K., Miyoshi, F., Nakayama, Y. and Tomita, M. Artif
Life 14; 29-48(2008)

“Construction of a Biological Tissue Model Based on a Single-Cell Model: A
Computer Simulation of Metabolic Heterogeneity in the Liver Lobule” Ohno, H.,
Naito, Y., Nakajima, H. and Tomita, M. Artif Life 14; 3-28(2008)

“Robust effects of Tsr-CheBp and CheA-CheYp affinity in bacterial chemotaxis”
Matsuzaki, Y., Kikuchi, S. and Tomita, M. Artificial intelligence in medicine 41-
145-150(2007)

"Simulation study of methemoglobin reduction in erythrocytes. Differential
contributions of two pathways to the tolerance of oxidative stress” Kinoshita, A.,
Nakayama, Y., Kitayama, T. and Tomita, M. FEBS Journal 274, 1449-1458 (2007)
“Multiple high throughput analyses monitor the response of E. coli to
perturbations” Ishii, N., Nakahigashi, K., Baba, T., Robert, M., Soga, T., Kanai, A.,
Hirasawa, T., Naba, M., Hirai, K., Hoque, A., Yee, Ho, Pei., Kakazu, Y., Sugawara,
K., Igarashi, S., Harada, S., Masuda, T., Sugiyama, N., Togashi, T., Hasegawa, M.,
Takai, Y., Yugi, K., Arakawa, K., Iwata, N., Toya, Y., Nakayama, Y., Nishioka, T.,
Shimizu, K., Mori, H. and Tomita, M. Science 316, 593-597 (2007)

“Roles of Hemoglobin Allostery in Hypoxia-induced Metabolic Alterations in
Erythrocytes: SIMULATION AND ITS VERIFICATION BY METABOLOME
ANALYSIS” Kinoshita, A., Tsukada, K., Soga, T., Hishiki, T., Ueno, Y., Nakayama,
Y., Tomita, M. and Suematsu, M. Journal of Biological Chemistry 282;
10731-107341(2007)

"Simulation of developmental changes in action potentials with ventricular cell
models" Itoh, H., Naito, Y. and Tomita, M. Systems and Synthetic Biology 1;
11-23(2007)

“CheA-CheYp D #i 1 fﬁ&jﬁﬂ%iﬂ:%iﬁ BT DNANSFRAZDIENT FaIRr B, 59 Hutk—
BH B GRS TR SGE iﬁzf%:ewv{tkmﬂ% 48, 91-97, 2007

AR R, 5 —, & MPs CheA-CheY O#IFnPEE KRG FE L EMIZBIT DL EMED
AT IS ALEL #2250 SC5E (TOM) , 47(14), 91-97, 2007.

AT LNNAFAY =D DET VT o Rab—a BT M, AR BB, /)
IRATEE, BH OB IE@AE 48, 1089-1095, 2007

<20 fEEE> (EWN 0. EER5 1)
33. “Algebraic Method for the Analysis of Signaling Crosstalk” Matsubara, Y., Kikuchi,

34.

35.

36.

S., Sugimoto, M., Oka, K. and Tomita, M. Artif Life 14; 81-94(2008)

“Comparative Study of Circadian Oscillatory Network Models of Drosophila”

Ogawa, Y., Arakawa, K., Kaizu, K., Miyoshi, F., Nakayama, Y. and Tomita, M. Artif

Life 14; 29-48(2008)

(7)) vavya un=l U XL ((KNKRE Ofx R E7 V% E-CELL ¥ 27 Al
FEL, Y2l —var L TEORIBOE LK LT,

“Construction of a Biological Tissue Model Based on a Single-Cell Model: A

Computer Simulation of Metabolic Heterogeneity in the Liver Lobule” Ohno, H.,

Naito, Y., Nakajima, H. and Tomita, M. Artif Life 14; 3-28(2008)

“Predicting novel features of toll-like receptor 3 signaling in macrophages.”

Helmy, M., Gohda, J, Inoue, J., Tomita, M. Tsuchiya, M. and Selvarajoo, K.

PL0oS ONE. 4:€4661(2009)

37. “Signaling Flux Redistribution at Toll-like Recepter Pathway Junctions” Selvarajoo,
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K., Takabe, Y., Gohda, J., Helmy, M., Akira, S., Tomita, M., Tsuchiya, M., Inoue, J.
and Matsuo, K. Plos one 3:e3430(2008)

<2LEE> (EWN 0k, EER 414

38. “A lattice-based method for volume and surface reaction-diffusion reproduces the
MinE ring by cooperative activation of MinD” Arjunan, S. N. V., and Tomita, M.
Systems and Synthetic Biology (2009.8)

39. "In silico modeling and metabolome analysis of long-stored erythrocytes to improve blood
storage methods™ Nishino, T., Yachie, A. K., A., Soga, T., Suematsu, T., and Tomita, M.
Journal of Biotechnology (2009.8) [Epub ahead of print]

40. “Modeling reaction-diffusion of molecules on surface and in volume spaces with the
E-Cell System” Arjunan, S. N. V., and Tomita, M. International Journal of Computer Science
and Information Security. \ol. 3, No. 1. (2009.7.31)

41. “Quantitative  Metabolome Profiling of Colon and Stomach Cancer
Microenvironment by Capillary Electrophoresis Time-of-Flight Mass Spectrometry”
Hirayama, A., Kami, K., Sugimoto, M., Sugawara, M., Toki, N., Onozuka, H., Kinoshita, T.,
Saito, N., Ochiai, A., Tomita, M., Esumi, H. and Soga, T. Cancer Res 69:4918-

(2) T DODOFEEY) (i, HEEL)

<16 FJE>

1. Distributed Cell Biology Simulations with E-Cell System; Masahiro Sugimoto,
Kouichi Takahashi, Tomoya Kitayama, Daiki Ito and Masaru Tomita; Lecture
Notes in Computer Science, Springer-Verlag, DOI: 10.1007/b106923, 3370/2005
PP20-31 (2005)

(3) HFRFE R FK M O T HARFENFEE R
O BfFEE (ENEE 10 4 EESE 18 1)

<I8AFFE> (EWN 1, EHEE 114

1. Metabolomics2006
Masaru Tomita,
“Integrative Multi-Omics Analysis of Bacterial Metabolism”
Harvard Medical School Boston, USA, June 24-29, 2006

2. B URT UL [EEGBENT E—IL7a =7 b 55 REEEIT IS
The 5th Annual Meeting of Structural-Biological Whole Cell Project of Thermus
thermophilus HB
Bl B
Multi-omics fHTIC & D KEGE D2 AT K AW
FRERF AR T JoE B 0 2006 458 A 11~ 13 H

<D9OFEE> (EN 4, EEE 1 14
3. Systems Biology Workshop - 2007
"Metabolome analysis and cell simulation”
Masaru Tomita
2007,5,29 Melbourne, Australia
4. The Steering Committee of the 2nd Annual Summit on Systems Biology
"Multi-omics analysis and data-driven systems biology, E cell"
Masaru Tomita
2007,6,5 Richmond,USA
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5. 3rd Metabolomics Society Annual Conference
“Large-scale multi-omics analyses for E. coli systems biology”
Masaru Tomita
2007,6,12 Manchester, UK

6. International Society for Computational Biology, Special Interest Group on
Biosimulation
“Multi-omics data-driven systems biology”
Masaru Tomita
2007,10,5 Long Beach, USA

7. .The 7th International Workshop on Advanced Genomics
“Metabolome Science and Systems Biology”
Masaru Tomita
2007,11,27 Tokyo, JAPAN

8. The 10th International Conference on Molecular Systems Biology (ICMSB 2008)
“Metabolomics and its applications to integrative systems biology”
Masaru Tomita
2008,2,27 Manila, Philippines

9. Genomes to Systems conference 2008
“Multi-omics analysis and integrative Systems Biology”
Masaru Tomita
2008,3,19 Manchester, UK

(EM)
10. Z526[mIH b 2597 e A B R
& H B

[ R HZ RO — RN L VAT A3, Fa P—DERE~DI
B, 2007, 8, 4

11. KAST BAEEANMSINBIEEAN T 77 2 — k19 H B 7
EH B
(A 2RI —LREDREL VAT DA Fry—|
EEODLJ 2007, 11, 15

12. 25 37 [l H R - FIES
BH B
[RFRO—=DE AT DAL Fa P —DER~DI )
éEJH 2007, 11, 20

13. %5 30 [al A Ry TAEWFE A5 - 8580 Bl H AL FEEREAFRRES
BH B
(AR a— LT E AT AT LS, FrP—)
R, 2007,12, 13

i

I [R]FE
(EE)

14. (Poster)
The Human Proteome Organization 6th Annual World Congress
“Phase Transfer Surfactant-aided Protein Digestion for Membrane Proteomics”
Masuda, T., Igarashi, Y., Tomita, M. and Ishihama, Y.
2007,10,9 Seoul, Korea

15. (Poster)
The 2007 Annual Conference of Japanese Society for Bioinformatics
“Impact of Alternative Transcription Initiation and Alternative Splicing on
the Human Protein-Protein Interaction Network”Kratz, A., Saito, R.,
Krishnan,
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16.

17.

A., Yanagawa, H., Miyamoto-Sato, E. and Tomita, M. 2007,12,17-21, Odaiba,
Japan

(Poster)

The 2007 Annual Conference of Japanese Society for Bioinformatics

“Comparative Analysis of RNA Editing Sites in Plant Mitochondrial Genomes”
Kikuchi, T., Matsui, M., Hattori, M., Saito, R. and Tomita, M. 2007,12,17-21,
Odaiba, Japan

Japan-Taiwan Young Researchers Conference on Computational and Systems
Biology

“Computational and Experimental Analysis of Negative Feedback Regulation
within MicroRNA Processing Pathway”

Watanabe, Y., Yachie, N., Tomita, M. and Kanai, A. 2008,3,10 Hsinchu, Taiwan

<20 4FE> (HAN 2k [FEE 31F)

18.

19.

20.

21.

22.

JBIC &5 9 #1555 1 [RIE e

BH

[ A B R a— Mgt & o 2T LNAEYT

HA(, 2008. 6. 12

BIETA T —_A TR T L

BH

[AZR e — Lt LAy R 2 b—3 3 )

FA, 2009. 1. 29

The Second q-bio Conference on Cellular Information Processing Metabolomics and
Systems Biology "

Masaru Tomita

2008,8,8 Santa Fe, U.S.A.

The 13th International Biotechnology Symposium (IBS) and Exhibition
Masaru Tomita

2008,10,16 the Dalian World Expo Center Kif @ 54

International Launch Conference Frontiers in Multi-Scale Systems Biology
Masaru Tomita

2008,10,19 Georgian Terrace Hotel, Atlanta, GA

<21 HEE> (HN 34k, EE 3140

23.

24.

25.

26.

217.

Albany 2009, The 16th Conversation
“Metabolome analysis and systems biology”
Masaru Tomita
2009,6,18 Albany, U.S.A.
Foundations OF Systems Biology In Engineering
Metabolomics and Systems Biology”
Masaru Tomita
2009,8,10 Denver, U.S.A.
The 10th International Conference on Systems Biology
“Metabolomes and data-driven systems biology”
Masaru Tomita
2009,9,3 San Francisco, U.S.A.
JST S &M THEXERERE & BRI ) 25 10 [RIsE a8
BH B

[ VFAITAMET AT LA Fay— DI ]
#R [, 2009. 5. 25
55 9 [Bl A APUINln R PR
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BEH B
[RE RO —LET AT DA Fa P —OHNEES~DIH |
T, 2009. 5. 28
28. (FREEILPGH = aiig e
EH B
(MO NRA AT 7 ) av— L EE - BREE - B - SLEDBF~DIEH |
T, 2009. 7. 10

O RPEE%EE (EN=iE 2 EiEE® 1 1)

<ITHEEE> (EWN 0, EHEE 114

1. ISMB X[EH -7 bhmA b CEALITH 6 H 25 H—29 H)
“Metabolomics of red blood cell and its computer simulation"(invited)
Ayako Kinoshita, Yoichi Nakayama, Makoto Suematsu Masaru Tomita

<I8AERE> (HN 14 EEE o)

2. ALZEB—LNEVAT LA Fur=" 0 FHOB, BUEA R — AR
U TA Lz I 7 ARRS EMBEOARE] , BT, O WEE, Rl 841 1A
10H-11H

<204EfE> (EHWN 1R =B 01F)

3. B3l A AR FAEWFSFES - B8R HAEFESREDOERIKRE  F20412H9H
-128 : TR fhE
LA HIREIR v b U — 27 1281 585 T IS B 75 0D A4 R AR |
IINETY, pER, BN, EHEP, FREE

Q RAZ—3FE (EINE&iE 20 -, HEES7 33 1)

<16 4> (EN8 ., EHEE 414

[ENF=]

&5 27 [0l H A 7AW T4 2004, 20044E 12 H8 H (k) - 11 B (4) #FEHERE RS
(B IETFIIAR A X —FK )

L 3PB-0IL  “~A 707 LAF—4 &R L KBRE T v b7 —2 v aL—
Ta ik OfiRzz, WEAS, dbibgit, PiliE— EHB

2. 3PB-012 “Simulation of yeast gene expression network using MASK method” O
REWE . ATz, FLE—, &l

3. 3PB-013 “Hi> I a2l —araHAWEYT /AT U THARERAEA =X
LT O=Mm3Z, PE—, WHE—mK = HE

4. 3PB-019  “/ MMEFBMIZES W KRB NH 2T =4 FT7 L0 BEVER”
O IIFnig, FLvE—, & B

®GIN2004 2004412 130 () - 156 A OK) v 70 =t (BEHOELT
IEARA L —F)

5. P016 "An Analysis Tool Library for Biochemical Modeling on E-Cell System Version
3" Kazunari Kaizu, Fumihiko Miyoshi, Yoichi Nakayama, Masaru Tomita

6. P017 "Development of Integrated Modeling Environment for E-Cell3 System"
Gabor Bereczki, Kouichi Takahashi, Takeshi Sakurada, Ng Yan Hong, Masaru
Tomita

7. PO018 "Development of E-Cell kinetic model interoperability environment"Tatsuya
Ishida, Takeshi Sakurada, Tomoya Kitayama, Masaru Tomita
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8. P019 "Development of Distributed Cell Simulations Middleware with E-Cell
System" Masahiro Sugimoto, Kouichi Takahashi, Daniel, Muhammad Nurazhar
Bin Taher, Lu Yaomin, Novia Siswanto Be, Tracy Wong, Ng Yan Hong, Masaru
Tomita

[Esh 7]

@ [ICSB] 9-13 October 2004, Hidelberg, Germany (BEEHO T TFIIHR A ¥ —FK5)

9. 3.27 "Multi-algorithm simulation of E.coli heat shock response using E-CELL
version3" B.Hu., K. Takahashi., M.Tomita

10. 3.29 "Systems analysis of the cyanobacteria circadian rhythm using E-cell dynamic
simulator" F.Miyoshi., Y Nakayama., K.Kaizu., M.Tomita

11. 3.36 "E-Cell3: A multi-algorithm, parallel software platform for systems biology"
K.Takahashi., T.Sakurada., K.Kaizu., S.Arjunan., M.Sugimoto., T.Ishida.,
T.Kitayama., K. Maruoka., D.Ito., M.Tomita

® Engineering and Physical Sciences Research Council (EPSRC), United Kingdom,

19-23 March 2005.

12. "Mesoscale Simulation Approaches in Systems Biology: Recent Advances and

Future Directions"., Arjunan Satya Nanda Vel.

<17 > (EWN 7, EEE 3 1)
(ES[ES2y
oA R CER 17412 A 7 H~10 H)
w.“Eh%ﬂ@/\;v%va/%%wt%lﬁﬂﬁﬁ%fwmﬁﬁ”O¢M$%E$$
Az, Hil {%5*, EEEH Py (BEK - SeimAEan i)

4. “~Ar7mT7 LA - 5%%“7’;#@# i (MASK 1) 12 X D EERIER T F LD KM
X0 )i= il O*HWK AN é?E LoRR B, B EBLR Y il b
BEH L (CBEKR - RiRAEMIE, PR BORAT AT N AT AT AT AT
=8/

15, “BEETNAERWEYT 2377 VTR U X AREEOfYT ©=/h X, $il
FE— AR FHEER, EE —Ak !, EA OB CBEOR - JeimdEmat, RO - L)

16. “Yayyay A=Ak O 2 BEREAREL -T2 LEETLVOREL VI 2
Loy a VAT R AR NI T L W Rk, S SO, il
DB LR (CBER - JelmEmA, 2 - BREEREER, W BURAT 4T - XA A A
VIHFRT AT AT O T L)

17, “BRET = N—2 M LERHBERHH I 2 L—va v ETAVOABIER 5%
JILFOmE B2, NI FTG 00, il =0 B E OB (B ESRRRem A A B
U, PEL BOR « AT A TR AN AT v T 47 AT RS T A, PE, B
(I &=ul)

18.  “WERFIA XA E—LT =X % HNTZR#H S-system 7T /R FIEORFE” bl
g, KT T, b -, B8 B (BK - SelwmEambl)

19. “a%m%ﬁ%ﬁﬂ:iswé&%ﬁ%m/%/‘ alb—vs /ﬁﬂﬁ” O7!<T @%’—1 Val R/
ol PR, Kk Bk, B/I M, BEWE OB CBEER - Seimddn, CEEK - E - Ak
)

[EpE7]

®ISMB K[E - 7 hrA b CERR1T46 H 25 H~29 H)

20. “Database driven approach for automatic construction of dynamic models of
cell-wide metabolic pathways” Kazuharu Arakawa (Institute for Advanced
Biosciences, Keio University); Yukino Ogawa (Institute for Advanced Biosciences,
Keio University); Yoichi Nakayama (Institute for Advanced Biosciences, Keio
University); Masaru Tomita (Institute for Advanced Biosciences, Keio University)
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@I1CSB K[E - AA b (PR 17410 H 19 H~24 H)

21. “Metabolomics and computer simulation of red blood cell in hypoxia” Ayako
Kinoshita Yoichi Nakayama Makoto Suematsu Tomoyoshi Soga Masaru Tomita

22. "Modeling Chaperone-aided Protein Folding in E.coli" Hu Bin, Matthias P.M,
Masaru Tomita

<I8EE> (EN 0fF, EHEE 16 1F)

€ISMB Fortaleza, Brazil, August 6-10, 2006

23. "GEM System version 2 for the analysis of metabolic pathways"

24. Kazuharu Arakawa (Institute for Advanced Biosciences, Keio University, and
Japan Society for the Promotion of Science); Nobuaki Kono (Institute for Advanced
Biosciences, Keio University); Satoshi Tamaki (Institute for Advanced Biosciences,
Keio University); Hiromi Yoshida (Institute for Advanced Biosciences, Keio
University); Masaru Tomita (Institute for Advanced Biosciences, Keio University);

S ERARE - - AEYTE 5 (PR 1846 H 18 H~23 H)

25. "Modeling the Hsp70-mediated protein folding in E.coli" Bin HU!, Matthias P
Mayer2, Masaru Tomita! (Institute for Advanced Biosciences, Keio University,
2ZMBH, University of Heidelberg, D-69120 Heidelberg, Germany)

26. "Database driven approach for automatic construction of dynamic models of
cell-wide metabolic pathways" Kazuharu Arakawa, Yukino Ogawa, Yoichi
Nakayama, Masaru Tomita (Inst. Adv. Biosci., Keio Univ., Japan)

27. "Dynamic modeling of Escherichia coli central carbon metabolism based on
multi-omics data" Nobuyoshi Ishiil, Tomoya BabaZ2, Tomoyoshi Sogal-6, Akio Kanail,
Kenji Nakahigashi!, Takashi Togashi!, Takashi Hirasawal, Miki Naba!, Kenta
Hirail, Aminul Hoque?l, Yuji Kakazu?l, Kaori Sugawaral, Saori Igarashi?, Satoshi
Harada!, Takeshi Masudal, Naoyuki Sugiyama$, Martin Robert!, Katsuyuki Yugi!,
Kazuharu Arakawal, Nayuta Iwata!, Yoshihiro Toya!, Yoichi Nakayama?, Akiko
Hagiyal, Masataka Yoshinol5, Takaaki Nishiokal:3, Kazuyuki Shimizu!4, Hirotada
Moril-2, Masaru Tomital6 (Inst. Adv. Biosci., Keio Univ., 2Bio., Nara Inst. of Sci. &
Tech., 3Grad. Sch. Agri. Sci., Kyoto Univ., 4Comp. Sci. & Sys. Eng., Kyushu Inst. of
Tech., 5Biochem., Aichi Med. Univ., SHuman Metabolome Tech., Inc.)

28. "A mathematical model of heterogeneous ammonia metabolism in liver lobule."
Yasuhiro Naito!23, Hiroshi Ohno?3, Hiromu Nakajima#4, Masaru Tomita!23 ({Dept.
Environmetal Info., Keio Univ., Fujisawa, Japan, 2Inst. Adv. Biosci., Keio Univ.,
Tsuruoka, Japan, 3Bioinfo. Program, Grad. Sch. Media & Governance, Keio Univ.,
Fujisawa, Japan, 4Dept. Clin. Lab., Osaka Med. Ctr. for Cancer & Cardiovasc. Dis.,
Osaka, Japan)

29. "Hypoxic response of human red blood cell metabolism assessed by metabolomics
and simulation" Ayako Kinoshita!, Taiko Nishino!, Makoto Suematsu2, Yoichi
Nakayamal, Tomoyoshi Soga!, Masaru Tomita! (1Inst. Adv. Biosci., Keio Univ.,
Fujisawa, Japan, 2Dept. Biochem. and Integrative Medical Biol. Sch.Med., Keio
Univ.)

30. "Simulation of developmental changes in action potentials with ventricular cell
models" Hitomi Itoh!2, Yasuhiro Naitol2:3, Masaru Tomital-23 (1Institute for
Advanced Biosciences, Keio University, 2Bioinformatics Program, Graduate School
of Media and Governance, Keio University, 3Department of Environmental
Information, Keio University)

31. "Modeling and Functional Analysis of the Expression Regulation Mechanism
underlying the Drosophila Circadian Clock" Yukino Ogawa, Kazunari Kaizu,
Fumihiko Miyoshi, Yoichi Nakayama, Masaru Tomita (Institute for Advanced
Biosciences, Keio University)
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€ICSB Yokohama, October9-13,2006

32.

33.

34.

35.

36.

37.

38.

“A 3D pole-to-pole oscillation model of MinD spiral formation on growing
Escherichia coli membrane” Satya Nanda Vel Arjunan, Masaru Tomita

“Hypoxic response of human red blood cell metabolism assessed by metabolomics
and simulation” Ayako Kinoshita, Makoto Suematsu, Yoichi Nakayama,
Tomoyoshi Soga, Masaru Tomita

“In silico analysis of the causes of heterogeneous gene expressions in liver ammonia
metabolism” Yasuhiro Naito, Hiroshi Ono, Hiromu Nakajima, Masaru Tomita
“Dynamic modeling of Escherichia coli central carbon metabolism based on
multi-omics data” Nobuyoshi Ishii, Tomoya Baba, Tomoyoshi Soga, Akio Kanai,
Kenji Nakahigashi, Martin Robert, Takashi Togashi, Takashi Hirasawa, Miki Naba,
Kenta Hirai, Aminul Hoque, Kakazu Yuji, Kaori Sugawara, Saori Igarashi, Satoshi
Harada, Takeshi Masuda, Naoyuki Sugiyama, Katsuyuki Yugi, Kazuharu Arakawa,
Nayuta Iwata, Yoshihiro Toya, Tsuyoshi Iwasaki, Yoichi Nakayama, Akiko Hagiya,
Masataka Yoshino, Takaaki Nishioka, Kazuyuki Shimizu, Hirotada Mori, Masaru
Tomita

“Modeling and simulation of cardiomyocyte development” Hitomi Itoh, Yasuhiro
Naito, Masaru Tomita

“3D Monte Carlo stochastic simulation of bacterial division site placement on a
graphics processing unit is significantly faster than conventional CPU
implementation” Satya Arjunan, Anton Kratz, Masaru Tomita

“Analysis of CheA-CheYp affinity and adaptation error in bacterial chemotaxis”
Yuri Matsuzaki, Shinichi Kikuchi, Masaru Tomita

<19HFE>  (HAN o, EHEE 21F)
¢ ISMB/ECCB2007 : 21July-26, Wien, Austria,

39

. “E-Cell 3D: 3-dimensional visulization of cellular simulation results”

Nozomu Yachie (Institute for Advanced Biosciences, Keio University,
Bioinformatics Program, Graduate School of Media and Governance); Masaru
Tomita (Institute for Advanced Biosciences, Keio University, Department of
Environmental Information);

€ GIW2007:3Dec~5Dec.2007,Singapore

40

. In Silico Model Predicts the Existence of Novel Pathways in Activating

Transcription Factor AP-1 in TNF-alpha Signaling K. Hayashi, M.Helmy,H. A.
Magdi, M. Tomita, M. Tsuchiya and K. Selvarajoo

<20FE>  (EAN 5k EHEE 510
O E31E B Ay FAMFRES - BB81E A AL AR REDO B FIRE  Fk204£12 9 A -12

41.

42.

43.

44,
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45

. “Simulation and Metabolome Analysis of Human Red Blood Cells during Storage at 4°C”
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Taiko Nishino, Ayako Yachie-Kinoshita, Akiyoshi Hirayama, Tomoyoshi Soga, Makoto

Suematsu, and Masaru Tomita

&®The 9t International Conference on Systems Biology(ICSB2008), 22Aug-28Aug,

Gothenburg, Sweden

46. “Evaluation of artificial biological pacemaker induced via suppression of K2.1
channels: A simulation study”
Takeuchi Maria, Sano Hitomi, Kumamoto Hiromi, Naito Yasuhiro, and Tomita
Masaru

47. “Novel feedback mechanisms that generate a phase difference in mammalian
circadian transcriptional oscillatory network”
Ogawa Yukino, Komamura-Kohno Yuki, Koike Nobuya, Soga Tomoyoshi, Tomita
Masaru, and Tei Hajime

48. “Simulation and mitabolome analysis of human red blood cells during storage in
MAP medium at 4C”
Nishino Taiko, Yachie-Kinoshita Ayako, Suematsu Makoto, and Tomita Masaru

49. “Systems biology approach reveals novel TNF-alpha signaling crosstalk”
Hayvashi Kentaro, Helmy Mohamed, Tomita Masaru, Tsuchiya Masa, and
Selvarajoo Kumar

50. “Dynamic simulations of the Toll-like receptor 3 pathway”
Mohamed Helmy, Jin Gohda, Jun-ichiro Inoue, Masaru Tomita, Masa Tsuchiya,
and Kumar Selvarajoo

<214EFE> (EA ok, EBE 3 1F)

€ The 10t International Conference on Systems Biology, August 30-September 4,

Stanford,California

51. Systematic study of metabolism in long-stored erythrocyte using mathematical
model and metabolome analysis
Taiko Nishino, Ayako Yachie-Kinoshita, Akiyoshi Hirayama, Tomoyoshi Soga,
Makoto Suematsu, Masaru Tomita
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