FRADANEFZE PRI B2
[ H 5 oA | ek WFFE BT AR R =

YRS (PRERAFFEHIE)

B FATCAR B SRR ZE B S8 AU

[WF7ERRFEAEA 4 - Mm EE

[RBCRE: EAENERT  #d%]

[WFIEBHFE A« AR A2 INE 3 S /laE 7 Y o 7 B OS]

LA - Sf2FE4H 10 ~Sf34E3HA31H



§1. AFFERRFE R ht A

(1) FHpae 7V 7 SRS | 7 — 7 (RIRCR )
OWFFEHZIEE M H EEy (RERCRZEEAENERT, 24%)
OwrJEE R

- R IEE DT D ORI OFERE TV 7 HAR DB %S
< Al Al B B 2 ) Y L7 R S 2 f AT

§2. WFFEERFE E i DB

T 7 O HAZOREEE | ATy — IV DBIR AT 72, AR 5 3% N5
AN 7 MMEER LG HIE O Ry NI —7IZF B L, 7 VOFRELRK —L, s a it
Wi, ZOFETNEMNT, Ry —I DRIy 7 & (R E$ DREE T AL T — 20 b1k
(A RBLELHEIE T 5/ T A—ZHEEIEIRE OfRHTY — L OB %E A 2020 - EEIZH | EHiETT o7,
FT2 ELUEAIFRMTRE R AR T D72 O FT /e Al ALY — LV OB B I TL T T o7, LEio
T VAR IO T DABEERMIAZ R RIZ, SRab —a T aAT o7, AREHOR
AR Rz O, OS5 IR DRERS T — 22 G L, BEET VA2 HWTERT —2 D
BlaAT o7, FMIEIZ BT, MIRE A S AT IEE L CRRE O B2 5 SR0B AR B &
EHEEL, UG LT, o, KB ARIRYT ) AT —F & Wiz ol —al 2170,
BT NERWEBADOY T ZAT O Z DT, BRI BT T LSO — 1 dy =
7 ETRABIL., —RICFIA ATEEL L T A (https://github.com/okadalabipr/biomass) o

TR

1. Imoto H, Zhang S, Okada M. A Computational Framework for Prediction and Analysis of Cancer
Signaling Dynamics from RNA Sequencing Data—Application to the ErbB Receptor Signaling
Pathway. Cancers 12 (10), 2878, 2020.

2. Michida H, Imoto H, Shinohara H, Yumoto N, Seki M, Umeda M, Hayashi T, Nikaido I,
Kasukawa T, Suzuki Y, Okada—Hatakeyama M. The number of transcription factors at an
enhancer determine switch—like gene expression. Cell Reports. 31 (9), 107724, 2020.

3. Kanazawa T, Michida H, Uchino Y, Ishihara A, Zhang S, Tabata S, Suzuki Y, Imamoto A, Okada
M. Cell Shape—Based Chemical Screening Reveals an Epigenetic Network Mediated by Focal
Adhesions. FEBS Journal, March 26, 2021.


https://github.com/okadalabipr/biomass

