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2. BARARRERF — AORTERRUETEEIE

This project aims to find the origin of SARS-CoV-2 and reconstruct the geographical
spread of Sarbecoviruses. It will increase knowledge of coronaviruses and their bat
hosts and may identify future potential zones of spillovers and transmission

pathways.
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3. BRARAR T — ADEIEEIE

For this project, Rhinolophus bats were captured using harp traps and a high-tech

acoustic lure in the Ryukyu archipelago in order to collect tissue and faeces samples.

Trapped bats were maintained in captivity for the time to sex and photograph them,

gather basic morphometrics (weight, forearm length) and collect patagium and

faeces that was stored in RNAlater. The animals were then released into the wild as

fast as possible. Ultrasound recordings were also used to confirm taxonomic

identification. These samples are currently being analysed jointly with this project’s

collaborating team under the lead of Prof. Hassanin at the National Museum of

Natural History in Paris, France.

The schedule of this project was impacted strongly and delayed by travel restrictions

due to the COVID-19 pandemic.



