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We developed a protocol for the measurement of position-specific isotope composition of amino
acids, notably alanine, directly from the biomass of culture experiments or natural samples

The method is fast and precise, which allowed us to survey for the first time the isotope
heterogeneity of biomolecules from different organisms and environmental settings.
Differences can be seen, notably between organisms using different metabolic pathways, making
position-specific isotope composition of amino acids a potential new biomarker. This will

pave the way to new applications in biogeochemistry, food authentication, medical diagnosis.




