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Laser Capture Microdissection

LCM of the granule layer from sections of postnatal day 12 mouse cerebellum
The tissue was fixed in ethanol and stained with hematoxylin and eosin (HE). (A) The
IGL is targeted with individual laser shots. Each 35 mm-diameter shot is seen as a
circle. (B) The tissue section after LCM. The targeted tissue has been removed from
the section. (C) Transfer film surface following LCM.
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